InMYB1 332-121 % 3-TATA-Q::GUS vector
> 332-121 b 1stsequence: BLUE, 332-121 b 2nd sequence: GREEN, 332-121 b 3rd sequence: RED

> TATA sequence: ORANGE, Q sequence: PURPLE ,pBI121 sequence: BLACK

TGTCGCCCTTTTGTCTTTGGCCCAATACGCAAACCGCCTCTCCCCGCGCGTTGGCCGATTCATTAATGC
AGCTGGCACGACAGGTTTCCCGACTGGAAAGCGGGCAGTGAGCGCAACGCAATTAATGTGAGTTAGCT
CACTCATTAGGCACCCCAGGCTTTACACTTTATGCTTCCGGCTCGTATGTTGTGTGGAATTGTGAGCGG
ATAACAATTTCACACAGGAAACAGCTATGACCATGATTACGCCAAGCTTGGCCTAACTGGCCGGTACCT
GCACGACTTGGATGTTAATGTTTTTAACTTTACATTATAAACGTTATAAACATTATAATTAAAATGTAAA
GGTCACTTTTTTTCTTTCCTCTCCGGGAAAGTAGACACACTCTTTTCCAGGAAAATAGACAAACTCAATC
AATAATTCTGGGGATTATGTAATATTTTTCTGGTTATATATTACAGTTCTGGTAACTAGGTCCTAGTGCT
GTGCACGACTTGGATGTTAATGTTTTTAACTTTACATTATAAACGTTATAAACATTATAATTAAAATGTA
AAGGTCACTTTTTTTCTTTCCTCTCCGGGAAAGTAGACACACTCTTTTCCAGGAAAATAGACAAACTCAA
TCAATAATTCTGGGGATTATGTAATATTTTTCTGGTTATATATTACAGTTCTGGTAACTAGGTCCTAGTG
CTGTGCACGACTTGGATGTTAATGTTTTTAACTTTACATTATAAACGTTATAAACATTATAATTAAAATG
TAAAGGTCACTTTTTTTCTTTCCTCTCCGGGAAAGTAGACACACTCTTTTCCAGGAAAATAGACAAACTC
AATCAATAATTCTGGGGATTATGTAATATTTTTCTGGTTATATATTACAGTTCTGGTAACTAGGTCCTAG
TGCTGTGTCGAGGATATCAGATCTGCAAGACCCTTCCTCTATATAAGGAAGTTCATTTCATTTGGAGAG
GACACGCTGGATCCACAATTACCAACAACAACAAACAACAAACAACATTACAATTACAGATCCATTACA
ATTACTATTTACAATTACAGTCGACGGGTGGTCAGTCCCTTATGTTACGTCCTGTAGAAACCCCAACCC
GTGAAATCAAAAAACTCGACGGCCTGTGGGCATTCAGTCTGGATCGCGAAAACTGTGGAATTGATCAG
CGTTGGTGGGAAAGCGCGTTACAAGAAAGCCGGGCAATTGCTGTGCCAGGCAGTTTTAACGATCAGTT
CGCCGATGCAGATATTCGTAATTATGCGGGCAACGTCTGGTATCAGCGCGAAGTCTTTATACCGAAAGG
TTGGGCAGGCCAGCGTATCGTGCTGCGTTTCGATGCGGTCACTCATTACGGCAAAGTGTGGGTCAATA
ATCAGGAAGTGATGGAGCATCAGGGCGGCTATACGCCATTTGAAGCCGATGTCACGCCGTATGTTATT
GCCGGGAAAAGTGTACGTATCACCGTTTGTGTGAACAACGAACTGAACTGGCAGACTATCCCGCCGGG
AATGGTGATTACCGACGAAAACGGCAAGAAAAAGCAGTCTTACTTCCATGATTTCTTTAACTATGCCGG
AATCCATCGCAGCGTAATGCTCTACACCACGCCGAACACCTGGGTGGACGATATCACCGTGGTGACGC
ATGTCGCGCAAGACTGTAACCACGCGTCTGTTGACTGGCAGGTGGTGGCCAATGGTGATGTCAGCGTT
GAACTGCGTGATGCGGATCAACAGGTGGTTGCAACTGGACAAGGCACTAGCGGGACTTTGCAAGTGGT
GAATCCGCACCTCTGGCAACCGGGTGAAGGTTATCTCTATGAACTGTGCGTCACAGCCAAAAGCCAGA
CAGAGTGTGATATCTACCCGCTTCGCGTCGGCATCCGGTCAGTGGCAGTGAAGGGCGAACAGTTCCTG
ATTAACCACAAACCGTTCTACTTTACTGGCTTTGGTCGTCATGAAGATGCGGACTTGCGTGGCAAAGGA
TTCGATAACGTGCTGATGGTGCACGACCACGCATTAATGGACTGGATTGGGGCCAACTCCTACCGTACC
TCGCATTACCCTTACGCTGAAGAGATGCTCGACTGGGCAGATGAACATGGCATCGTGGTGATTGATGAA
ACTGCTGCTGTCGGCTTTAACCTCTCTTTAGGCATTGGTTTCGAAGCGGGCAACAAGCCGAAAGAACTG
TACAGCGAAGAGGCAGTCAACGGGGAAACTCAGCAAGCGCACTTACAGGCGATTAAAGAGCTGATAGC
GCGTGACAAAAACCACCCAAGCGTGGTGATGTGGAGTATTGCCAACGAACCGGATACCCGTCCGCAAG
GTGCACGGGAATATTTCGCGCCACTGGCGGAAGCAACGCGTAAACTCGACCCGACGCGTCCGATCACC
TGCGTCAATGTAATGTTCTGCGACGCTCACACCGATACCATCAGCGATCTCTTTGATGTGCTGTGCCTG
AACCGTTATTACGGATGGTATGTCCAAAGCGGCGATTTGGAAACGGCAGAGAAGGTACTGGAAAAAGA
ACTTCTGGCCTGG



